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	Please complete as much of this form as possible as we will use this information to quote your project.  Detailed information about your sample is critical for a successful project.  

Email this form to sales@lcsciences.com.  We will contact you to finalize details of the order(s).
	LC Sciences Use Only

LC Sciences Project #:
Date Received: 
	     



     



	
	
	

	Name:
	     





	Phone:

	     





	Institution:
	     





	Email:

	     






[Part 1 – Objectives]
	Purpose of Sequencing Project:
	 FORMCHECKBOX 
  microRNA/Small RNA Sequencing     
 FORMCHECKBOX 
  Digital Gene Expression – (mRNA) Sequencing    
 FORMCHECKBOX 
  Transcriptome Sequencing    


	
	 FORMCHECKBOX 
  Other      


	Describe the main objective(s) of the project:

	     










[Part 2 - Sample Description]
	Sample Name:
	        



	Type of Material:
	 FORMCHECKBOX 
  Total RNA       FORMCHECKBOX 
  polyA mRNA     FORMCHECKBOX 
  Small RNA     FORMCHECKBOX 
  Spliced RNA    

	
	 FORMCHECKBOX 
  Biological Sample (extraction required)

	
	 FORMCHECKBOX 
  Prepared Library    Please Describe:  Size (bp)           FORMCHECKBOX 
  single read     FORMCHECKBOX 
  paired end    

	Sample Source (Latin name):
	     






	Sample Isolation Method:
	     




	Additional Sample Description:
	        







[Part 3 – Sequencing Services]
	Data Processing Level
	 FORMCHECKBOX 
  No Data Processing  (Raw data only is delivered)

	
	 FORMCHECKBOX 
  Standard Data Filtering (Base-calling analysis & LC Sciences filtering to mappable reads)

	
	 FORMCHECKBOX 
  Standard Gene Expression Analysis Package (Genomic mapping of quality sequencing reads, differential gene expression analysis, pair-wise comparisons, analysis of variance, clustering analysis)

	
	 FORMCHECKBOX 
  Advanced microRNA Analysis (custom construction of reference database(s) – miRBase, genome, etc and mapping of all quality reads, alignment, classification, & functional annotation of all mapped reads, prediction of possible novel miRs, biostatistical analysis – expression analysis, multi-parameter data analysis, length distribution, transcript copy number comparisons, etc)

	
	 FORMCHECKBOX 
  Advanced Transcriptome Analysis (alignment of RNA-Seq reads to reference genome, identification and construction of splice-junctions, report of known transcripts with annotation and abundance, report of novel transcript with abundance, identification of alternate splicing and report isoform abundance, test for differential expression at gene level and transcript level)


	
	Other:      








 [Part 4 – Reference Sequence Mapping Information]
	Genome Sequence Known?
	    FORMCHECKBOX 
  Complete    FORMCHECKBOX 
  Partial     FORMCHECKBOX 
  None    

	Web link to sequence files:
	     


	mRNA (cDNA) Sequence Known:
	    FORMCHECKBOX 
  YES   FORMCHECKBOX 
  NO    

	Web link to sequence files:
	     


	miRNA Sequence Known:
	    FORMCHECKBOX 
  YES   FORMCHECKBOX 
  NO    

	Web link to sequence files:
	     


	Other RNA Sequence Known (rRNA, tRNA, etc.):
	    FORMCHECKBOX 
  YES   FORMCHECKBOX 
  NO    

	Web link to sequence files:
	     


	Custom Sequences:
	    FORMCHECKBOX 
  YES   FORMCHECKBOX 
  NO    

	Web link to sequence files:
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